Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.031; wR factor = 0.094; data-to-parameter ratio = 12.0.
In the title compound, C 7 H 4 F 2 O 3 , an intramolecular O-HÁ Á ÁO hydrogen bond is observed. In the crystal, inversion dimers linked by pairs of O-HÁ Á ÁO hydrogen bonds generate R 2 2 (8) ring motifs. These dimers are linked by C-HÁ Á ÁO and C-HÁ Á ÁF hydrogen bonds, forming sheets lying parallel to (301). The sheets are linked by aromatic -stacking interactions [inter-centroid distance = 3.7817 (9) Å ], forming a three-dimensional structure.
Related literature
For antibody and gene-directed enzyme prodrug therapy, see: Springer et al. (1994) ; Davies et al. (2005) . For the antimicrobial activity of fluorinated benzoic acid derivatives, see: Rajasekhar et al. (2013) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz; (ii) x; y À 1; z.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: APEX2 and SAINT-Plus (Bruker, 2009 ); data reduction: SAINT-Plus and XPREP (Bruker, 2009 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97. Fluorinated benzoic acids have been used for the preparation of potential prodrugs intended for antibody and gene directed enzyme prodrugtherapy (Springer et al., 1994; Davies et al., 2005) . Derivatives of fluorinated benzoic acid exhibit antimicrobial activity (Rajasekhar et al., 2013) . In particular 3,4-difluoro-2-hydroxybenzoic acid has been used in the synthesis of benzisoxazole containing barbiturate derivatives, which shows prominent anticancer activity (our unpublished results). Hence, the crystal structure of the title compound, (I), C 7 H 4 F 2 O 3, is determined.
In (I), the molecule is planar (r.m.s. deviation in the benzene ring = 0.006 (1)Å with a maximum deviation of 0.009 (1)Å for carbon) (Fig. 1 ). An intramolecular O3-H3A···O1 hydrogen bond in observed. In the crystal, inversion dimers linked by pairs of O2-H2···O1 hydrogen bonds are formed and generate R 2 2 (8) ring motifs (Fig. 2) . Weak C3-H3···O3 and C4 -H4···F2 intermolecular interactions and aromatic π-π stacking interactions [centroid-centroid separation = 3.7817 (9) Å] ( Fig. 3) are also observed and contribute to packing stability.
To an ice cooled and stirred solution of 2,3,4-trifluorobenzoic acid (0.028 mmol) in dimethylimidazolidinone (10 ml), solid sodium hydroxide (0.113 mmol) was added in portions, and the mixture was heated to 120°C for 2 h. The reaction was monitored by TLC. After the reaction was completed, the mixture was cooled to room temperature and neutralized (pH 5-6) with 2 N hydrochloric acid (7.5 ml). The title compound was separated out as white solid, filtered, washed with excess of water and dried. Colourless prisms of the title compound were grown in ethanol by slow the evaporation technique.
Refinement
The hydroxy H-atoms were located in a difference Fourier map, and were refined isotropically with the O-H distance restrained to 0.82±0.01 Å. H atoms were positioned with idealized geometry using a riding model with C-H = 0.93 Å and were refined with isotropic displacement parameters (set to 1.2 times of the U eq of the parent atom). Extinction coefficient: 0.018 (3)
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma( F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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